WO 97/19176 



PCT/AU96/00746 



1/12 



Lc743 MNFNV SLM EKLKWKIKC IEN 20 

RM8con . . . ♦ * * * , 

! + 4- + + + 60 

Lc 7 43 ATGAATTTCAACGTTAGTTTGATGGAG AAATTAAAATGGAAGATTAAATGCATTGAAAAT 

RM8A Lc743/5' 

RM8B 

RM8C 

RM8con * 

Lc743 KFLNYRLTTNETVVAETEYG 40 

RM8con 

61 + + + + + + 120 

Lc7 43 AAGTTTTTAAACTATCGTTTAACTACCAATGAAACGGTGGTAGCTGAAACTGAATATGGC 

RM8A 

RM8B * 

RM8C • 

RM8con 

Lc743 KVKGVKRLTVYDDSYYSFEG 60 

RM8con , n an 

1 21 + + + + + + 180 

Lc743 AAAGTGAAAGGCGTTAAACGTTTAACTGTGTACGATGATTCCTACTACAGTTTTGAGGGT 

RM8A 

RM8B 

RM8C 

RM8con - 

Lc7 43 IPYAQPPVGELRFKAPQRPT 80 

RM8con .... 

181 + + + + + + 240 

LC743 ATACCGTACGCCCAACCGCCAGTGGGTGAGCTGAGATTTAAAGCACCCCAGCGACCAACA 

RM8A 

RM8B 

RM8C 

RMScon * • * 

Lc743 pwDGVRDCCNHKDKSVQVDF 100 

RM8con 

241 + + + + + + 300 

Lc743 CCCTGGGATGGTGTGCGTGATTGTTGCAATCATAAAGATAAGTCAGTGCAAGTTGATTTT 

RM8A 

RM8B C 

RM8C 

RMScon 
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Lc743 ITGKVCGSEDCLYLSVYTNN 120 

RM8con * 

301 + -f + + + + 360 

Lc743 ATAACGGGCAAAGTGTGTGGCTCAGAGGATTGTCTATACCTAAGTGTCTATACGAATAAT 

RM8A ♦ 

RM8B 

RM8C ♦ 

RM8con , . ♦ * * * * * 

Lc743 LNPETKRPVLVYIHGGGFII 140 

RMScon * 

361 + + + + + + 420 

Lc743 CTAAATCCCGAAACTAAACGTCCCGTTTTAGTATACATACATGGTGGTGGTTTTATTATC 

RMS A 

RM8B ♦ 

EM8C 

RM8con 

Lc743 GENHRDMYGPDYF IKKDVVL160 

RM8con 

421 + + + + + + 480 

Lc743 GGTGAAAATCATCGTGATATGTATGGTCCTGATTATTTCATTAAAAAGGATGTGGTGTTG 

RM8A • 

RM8B 

RM8C 

RM8con 



Lc743 INIQYRLGALGFL SLNSEDL 180 

RM8con 

481 + + + + + + 540 

Lc743 ATTAACATACAATATCGTTTGGGAGCTCTAGGTTTTCTAAGTTTAAATTCAGAAGACCTT 

RM8A 

RM8B 

RM8C * • 

RM8con 

Lc743 NVPGNAGLKDQVMALRWIKN 200 

RM8con 

541 + + + + + + 600 

Lc743 AATGTGCCCGGTAATGCCGGCCTTAAAGATCAAGTCATGGCCTTGCGTTGGATTAAAAAT 

EM8A 

RM8B • - 

RM8C A 

RM8con ♦ 
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• Lc743 NCANFGGNPDNITVFGESAG 220 

RM8con < . . , 

601 + + + + + + 660 

Lc743 AATTGCGCCAACTTTGGTGGCAATCCCGATAATATTACAGTCTTTGGTGAAAGTGCCGGT 

RM8A . 

RM8B 

RM8C . . • . . 

RM8con 



Lc743 A A S THYMMLTEQTRGLFHRG 240 

RM8con 

561 + + + + + + 720 

Lc743 GCTGCCTCTACCCACTACATGATGTTAACCGAACAAACTCGCGGTCTTTTCCATCGTGGT 

RM8A 

RM8B 

RM8C , 

RM8con 



Lc743 ILMSGNAICPWANTQCQHRA 260 

RM8con L 

721 + + 4- + + 4- 780 

Lc743 ATACTAATGTCGGGTAATGCTATTTGTCCATGGGCTAATACCCAATGTCAACATCGTGCC 

RM8A . T 

RM8B T 

RM8C T 

RM8con ; . T 



Lc743 FTLAKLAGYKGEDNDKDVLE 280 

RM8con 

781 + + + + + + 840 

Lc743 TTCACCTTAGCCAAATTGGCCGGCTATAAGGGTGAGGATAATGATAAGGATGTTTTGGAA 

RM8A . 

RM8B 

RM8C A ♦ 

RM8con 



Lc743 FLHKAKPQDLIKLEEKVLTL 300 

RM8con 

841 + + + + + + 900 

Lc743 TTTCTTATGAAAGCCAAGCCACAGGATTTAATAAAACTTGAGGAAAAAGTTTTAACTCTA 

RM8A 

RM8B 

RM8C G 

RM8con 
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, Lc743 EERTNKVMFPFGPTVEPYQT 320 

RM8con 

901 + +- --- + + + + 960 

Lc743 GAAGAGCGTACAAATAAGGTCATGTTTCCTTTTGGTCCCACTGTTGAGCCATATCAGACC 

RM8A 

RM8B 

RM8C . 

RM8con 



Lc743 ADCVL PKHPREMVKTAWGNS 340 

RM8con 

961 + + + + + +1020 

Lc743 GCTGATTGTGTCTTACCCAAACATCCTCGGGAAATGGTTAAAACTGCTTGGGGTAATTCG 

RM8A . . . , 

RM8B 

RM8C . 

RM8con 



Lc743 I PTMMGNTSYEGLFFTS ILK 360 

RM8con . 

1021 + + -f + + + 1080 

Lc7 43 AT AGCC ACTAT GATGGGTAACAC TTC AT ATGAGGGTC TATTTTTCACTTCAAT TC T T AAG 

RH8A 

RM8B 

RM8C „ . 

RM8con 



Lc743 QMPMLVKELETCVNFVP SEL 380 

RM8con „ 

1081 + + + + -- + +1140 

Lc743 CAAATGCCTATGCTTGTTAAGGAATTGGAAACTTGTGTCAATTTTGTGCCAAGTGAATTG 

RM8A 

RM8B 

RM8C , 

RMScon . ♦ 



Lc743 ADAERTAPETLEHGAKIKKA 400 

RMScon 

1141 + + + + + +1200 

Lc743 GCTGATGCTGAACGCACCGCCCCAGAGACCTTGGAAATGGGTGCTAAAATTAAAAAGGCT 

RM8A . . . T 

RM8B 

RM8C 

RM8con . * , 
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, Lc743 HVTGETPTADNFMDLC S H I Y 420 

RMScon 

1201 + +- + + + +1260 

Lc743 CATGTTACAGGAGAAACACCAACAGCTGATAATTTTATGGATCTTTGCTCTCACATCTAT 

RM8A . 

RM8B 

RM8C 

RM8con ♦ 



Lc743 FWFPMHRLLQLRFNHT SGTP 440 

RM8con . 

1261 + + + + + +1320 

Lc743 TTCTGGTTCCCCATGCATCGTTTGTTGCAATTACGTTTCAATCACACCTCCGGTACACCC 

RM8A 

RM8B 

RM8C 

RM8con . - 



Lc743 VYLYRFDFDSEDLINPYRIM 460 

RM8con . 

1321 + + + + + + 1380 

Lc743 GTCTACTTGTATGGCTTCGACTTTGATTCGGAAGATCTTATTAATCCCTATCGTATTATG 

RM8A .... ,..C C 

RM8B C .C 

RH8C . C C 

RM8con . ,C C 



Lc743 RSGRGVKGVSHADELTYFFW 480 

RM8con . 

1331 + + + + + +1440 

Lc743 CGTAGTGGACGTGGTGTTAAGGGTGTTAGTCATGCTGATGAATTAACCTATTTCTTCTGG 

RM8A 

RM8B 

RH8C . 

RM8con 



Lc743 NQLAKRMPKESREYKT IERM 500 

RM8con 

1441 + + + + + +1500 

Lc743 AATCAATTGGCCAAACGTATGCCTAAAGAATCGCGTGAATACAAAACAATTGAACGTATG 

RM8A 

RM8B , . 

RM8C 

RM8con 
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Lc743 TGIWIQFATTGNPYSNEIEG 520 

RM8con . 

1501 + +' J---+1 + + +1560 

Lc743 ACTGGTATATGGATACAATTTGCCACCACTGGTAATCCTTATAGCAATGAAATTGAAGGT 

RM8A . 

RM8B 

RM8C 

RM8con . . 



Lc743 MENVSWDPIKKSDEVYKCLN 540 

RM8con 

1561 + + + + + + 1620 

Lc743 ATGGAAAATGTTTCCTGGGATCCAATTAAGAAATCCGACGAAGTATACAAGTGTTTGAAT 

RM8A T 

RM8B T 

RM8C T 

RM8con T 



Lc743 ISDELKMIDVPEMDKIKQWE 560 



RM8con ..... 

1621 + + + + + + 1680 

Lc743 ATTAGTGACGAATTGAAAATGATTGATGTGCCTGAAATGGATAAGATTAAACAATGGGAA 

KM8A ♦ T G 

RMS 3 T G 

RM8C T ,.G 

RMScon T • G 



Lc743 SMFEKHRDLF* 570 

RM8con 

1681 + + + 1713 

Lc743 TCGAT GTTTGAAAAACATAGAGATTTATTTTAG 

RM8A Lc743/3' 

RM8B 

RM8C 

RM8con 
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Figure 2. 

MdotE7 1 MTFLKQFIFRLiaCVKCMVMYTNYtlLSTNETQIIDTEYGQIKGVKRMTV 50 

M :: :!|: :|l> lh I II 1*1 II I : * I I I I • 8 I I I I I 5 I I 
LcaE7 1 MNFNVSLMEKLKWKIKCIENKFLNYRLTTNETVVAETEYGKVKGVKRLTV 50 

51 YDDSYYSFESIPYAKPPVGELRFKAPQRPVPWEGVRDCCGPANRSVQTDF 100 

IIHIIilhlllMiliMNIMHMhlilllS^ "Ill-ll 

51 YDD S Y YS FEG IP YAQPP VGELRFKAPQRP T PWDGVRDCCNHKDKS VQVD F 100 
101 I S GKP TG S EDCL YLNVYTNDLNPDKRRP VMVFIHGGDFI FGEANRNWFGP 150 

1 . 1 1 . . 1 1 1 H 1 1 1 • 1 1 1 h 1 1 h • : I M : I 1 1 1 1 s 1 1 5 1 1 • s h : 1 1 

101 I TGKVC G S EDCLYL S V YTNNLNPETKRP VL V YIHGGG FI I GENHRDMYGP 150 
151 DYFMKKPVVLVTVQYRLGVLGFLSLKSENLNVPGNAGLKDQVMALRWVKS 200 

l!|:|MIh-ll!il*l!MM.IhMllimitl!IIMMH* 

151 DYFIKKDVVLINIQYRLGALGFLSLNSEDLNVPGNAGLKDQVMALRWIKN 200 
201 NIAIFGGDVDNITVFGESAGGASTHYMMITEQTRGLFHRGIMMSGNSMCS 250 

M tl|:.iiiMllill|:||l!llhliMil!MIM : illi- : i. 

201 NCANFGGNPDNITVFGESAGAASTHYMMLTEQTRGLFHRGILMSGNAICP 250 
251 WASTECQSRALTMAKRVGYKGEDNEKDILEFLMKANPYDLIKEEPQVLTP 300 

M.hll Ihhlt .IlilllhlhllllllM IMi I--IH 

251 WAN T QCQHRAFTL AKLAGYKGEDNDKD VLE FLMKAKPQDL I KLEE KVL T L 3 00 
301 ERMQNKVMFPFGPTVEPYQTADCVVPKPIREMVKSAWGNSIPTLIGNTSY 350 

i . 1 1 1 1 1 1 1 1 1 1 1 1 1! 1 1 M 1 1 - II • iillMlllllihHMM 

301 EERTNKVMFPFGP TVE P YQTADC VLPKHPREMVKTAWGN SIP TMMGNTS Y 350 
351 EGLLSKSVAKQYPSVVKELESCVNYVPWELADSERSAPETLERAAIVKKA 400 

Ml: .|« M I :|||||.il|:|MMI-iMHIM-S : M I 

351 EGLFFT S ILKQMPMLVKELETCVNFVP SELADAERT APETLEMGAKIKKA 400 
401 HVDGETPTLDNFMELCSYFYFLFPMHRFLQLRFNHTAGTPIYLYRFDFDS 450 

11*11111 lllhMI-thilllhMMIiiMIhlliiltlll 

401 HVTGETPTADNFMDLCSHIYFWFPMHRLLQLRFNHTSGTPVYLYRFDFDS 450 
451 EEIINPYRIMRFGRGVKGVSHADELTYLFWILSKRLPKESREYKTIERH 500 

lllililllilllihiii MhllMIMlillll 

451 EDLINPYRIMRSGRGVKGVSHADELTYFFWNQLAKRMPKESREYKTIERM 500 

# , ♦ • * 

501 VGIWTEFATTGKPYSNDIAGMENLTWDPIKKSDDVYKCLNIGDELKVMDL 550 

.|||.HIIII.IIIhl.|llh-lllllllhllllMhlllh:h 

501 TGIWIQFATTGNPYSNEIEGMENVSWDPIKKSDEVYKCLNISDELKMIDV 550 

551 PEMDKIKQGAS IFDKKKELF 570 

IIIIIMI .|:ht-:MI 
551 P EMDKI KQWE S MFEKHRDL F 570 
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Figure 3. 



ATGACTTTTCTGAAGCAATTCATATTTCGCCTGAAACTATGCTTTAAATGCATGGTCAAT 

1 + + + + + + 60 

TACTGAAAAGACTTCGTTAAGTATAAAGCGGACTTTGATACGAAATTTACGTACCAGTTA 

MTFLKQFIFRLKLCFKCMVN 

AAATACACAAACTACCGTCTGAGTACAAATGAAACCCAAATAATCGATACTGAATATGGA 

61 + + + + --- + + 120 

TTTATGTGTTTGATGGCAGACTCATGTTTACTTTGGGTTTATTAGCTATGACTTATACCT 

KYTNYRL STNETQIIDTEYG 

CAAATTAAGGGTGTTAAGCGAATGACCGTCTACGATGATTCTTACTACAGTTTCGAGAGT 

121 + + + + + + * 80 

GTTTAATTCCCACAATTCGCTTACTGGCAGATGCTACTAAGAATGATGTCAAAGCTCTCA 

QIKGVKRMTVYDDSYYSFES 

ATACCCTATGCTAAGCCTCCAGTGGGTGAGTTGAGATTCAAGGCACCCCAGCGGCCTGTA 

181 + + + + + + 240 

TATGGGATACGATTCGGAGGTCACCCACTCAACTCTAAGTTCCGTGGGGTCGCCGGACAT 

IPYAKPPVGELRFKAPQRPV 

CCATGGGAGGGTGTACGTGATTGCTGTGGGCCAGCCAACAGATCGGTACAGACAGATTTC 

241 + + + + + + 300 

GGTACCCTCCCACATGCACTAACGACACCCGGTCGGTTGTCTAGCCATGTCTGTCTAAAG 

PWEGVRDCCGPANRSVQTDF 

ATAAGTGGCAAACCCACAGGTTCGGAGGATTGTCTATACCTGAATGTGTATACCAATGAC 

301 + + + + + + 360 

TATTCACCGTTTGGGTGTCCAAGCCTCCTAACAGATATGGACTTACACATATGGTTACTG 

I SGKPTGSEDCLYLNVYTND 

TTGAACCCAGACAAAAGGCGTCCTGTTATGGTTTTCATCCATGGCGGAGATTTTATTTTC 

361 + + + + + + 420 

AACTTGGGTCTGTTTTCCGCAGGACAATACCAAAAGTAGGTACCGCCTCTAAAATAAAAG 

LNPDKRRPVMVFIHGGDFIF 

GGCGAAGCAAATCGTAACTGGTTTGGTCCCGACTACTTTATGAAGAAACCCGTGGTCTTG 

421 + + + + + + 480 

CCGCTTCGTTTAGCATTGACCAAACCAGGGCTGATGAAATACTTCTTTGGGCACCAGAAC 

GEANRNWFGPDYFMKKPVVL 
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GTAACCGTGCAATATCGTTTGGGTGTGTTGGGTTTCCTTAGCCTGAAATCGGAAAATCTC 

481 + + +— + + + 540 

CATTGGCACGTTATAGCAAACCCACACAACCCAAAGGAATCGGACTTTAGCCTTTTAGAG 

VTVQYRLGVLGFLSLKSENL 

AATGTCCCCGGCAACGCTGGCCTCAAGGATCAAGTAATGGCCTTGAGATGGGTCAAGAGT 

54! + + + + + + 600 

TTACAGGGGCCGTTGCGACCGGAGTTCCTAGTTCATTACCGGAACTCTACCCAGTTCTCA 

NVPGNAGLKDQVMALRVVKS 

AATATTGCCATTTTCGGTGGCGATGTAGACAATATTACCGTCTTCGGCGAAAGTGCTGGT 

601 + + + + + + 660 

TTATAACGGTAAAAGCCACCGCTACATCTGTTATAATGGCAGAAGCCGCTTTCACGACCA 

NIAIFGGDVDNITVFGESAG 

GGGGCCTCAACCCATTACATGATGATAACCGAACAGACCCGTGGTTTATTCCATCGTGGT 

661 + + + + + + 720 

CCCCGGAGTTGGGTAATGTACTACTATTGGCTTGTCTGGGCACCAAATAAGGTAGCACCA 

GAS THYMMI TEQTRGLFHRG 

ATCATGATGTCCGGTAATTCCATGTGCTCATGGGCCTCTACAGAATGCCAAAGTCGTGCG 

72! + + + + + + 780 

TAGTACTACAGGCCATTAAGGTACACGAGTACCCGGAGATGTCTTACGGTTTCAGCACGC 

IMMSGN SMCSWASTECQSRA 

CTCACCATGGCCAAACGTGTTGGCTATAAGGGAGAGGACAATGAAAAAGATATCCTGGAA 

781 + + + + + + 840 

GAGTGGTACCGGTTTGCACAACCGATATTCCCTCTCCTGTTACTTTTTCTATAGGACCTT 

L TMAKRVGYKGEDNEKD ILE 

TTCCTAATGAAAGCCAATCCCTATGATTTGATCAAAGAGGAGCCACAAGTXTTGACACCC 

841 + + + + + r + 900 

AAGGATTACTTTCGGTTAGGGATACTAAACTAGTTTCTCCTCGGTGTTCAAAACTGTGGG 

FLMKANPYDL IKEEPQVLTP 

GAAAGAATGCAAAATAAGGTCATGTTTCCTTTTGGACCCACTGTAGAACCATACCAGACA 

901 4 + + + + + 960 

CTTTCTTACGTTTTATTCCAGTACAAAGGAAAACCTGGGTGACATCTTGGTATGGTCTGT 

ERMQNKVMFPFGPTVEPYQT 

GCCGACTGTGTGGTACCCAAACCAATCAGAGAAATGGTGAAGAGCGCCTGGGGAAATTCG 

961 + + + + + + 1020 

CGGCTGACACACCATGGGTTTGGTTAGTCTCTTTACCACTTCTCGCGGACCCCTTTAAGC 

ADCVVPKPIREMVKSAWGNS 
Figure 3 continued 
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ATACCCACATTGATAGGCAATACCTCCTACGAAGGTTTGCTTTCCAAATCAATTGCCAAA 

1021 + + + + + + 1080 

TATGGGTGTAACTATCCGTTATGGAGGATGCTTCCAAACGAAAGGTTTAGTTAACGGTTT 

IPTLIGNTSYEGLLSKSIAR 

CAATATCCGGAGGTTGTAAAAGAGTTGGAATCCTGTGTGAATTATGTGCCTTGGGAGTTG 

1081 +-- + + + + + H^O 

GTTATAGGCCTCCAACATTTTCTCAACCTTAGGACACACTTAATACACGGAACCCTCAAC 

QYPEVVKELE SCVNYVPWEL 

GCTGACAGTGAACGCAGTGCCCCGGAAACCCTGGAGAGGGCTGCCATTGTGAAAAAGGCC 

1141 + + 4- 4- + + 1200 

CGACTGTCACTTGCGTCACGGGGCCTTTGGGACCTCTCCCGACGGTAACACTTTTTCCGG 

ADSERSAPETLERAAIVKKA 

CATGTGGATGGGGAAACACCTACTCTGGATAATTTTATGGAGCTTTGCTCCTATTTCTAT 

1201 4- 4- + + + + 1260 

GTACACCTACCCCTTTGTGGATGAGACCTATTAAAATACCTCGAAACGAGGATAAAGATA 

HVDGE TPTLDNFMELCSYFY 

TTCCTCTTCCCCATGCATCGCTTCCTACAATTGCGCTTCAACCACACAGCTGGCACTCCC 

1261 + 4 + + + + 1320 

AAGGAGAAGGGGTACGTAGCGAAGGATGTTAACGCGAAGTTGGTGTGTCGACCGTGAGGG 

FLFPMHRFLQLRFNHTAGTP 

ATTTATTTGTATCGTTTCGATTTCGATTCCGAAGAAATTATTAACCCCTATCGTATTATG 

13 2i + 4- 4- + + + 1380 

TAAATAAACATAGCAAAGCTAAAGCTAAGGCTTCTTTAATAATTGGGGATAGCATAATAC 

IYLYRFDFDSEEI 1NPYRIM - 

CGTTTTGGCCGTGGCGTTAAAGGTGTAAGCCATGCCGATGAGCTAACCTATCTCTTCTGG 

1381 4- + + + 4- + 1440 

GCAAAACCGGCACCGCAATTTCCACATTCGGTACGGCTACTCGATTGGATAGAGAAGACC 

RFGRGVKGVSHADELTYLFW 

AACATTTTGTCGAAACGCCTGCCAAAGGAAAGCCGCGAATACAAAACCATTGAACGCATG 

1441 + + 4- + + + 15Q0 

TTGTAAAACAGCTTTGCGGACGGTTTCCTTTCGGCGCTTATGTTTTGGTAACTTGCGTAC 

NILSKRLPKESREYKTIERM 

GTTGGCATTTGGACGGAATTCGCCACCACCGGCAAACCATACAGCAATGATATAGCCGGC 

1501 4- + + + 4- + 1560 

CAACCGTAAACCTGCCTTAAGCGGTGGTGGCCGTTTGGTATGTCGTTACTATATCGGCCG 

VGIWTEFATTGKPYSNDIAG 

Figure 3 continued 
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ATGGAAAACCTCACCTGGGATCCCATAAAAAAATCCGATGATGTCTATAAATGTTTAAAT 

1561 + + +~ -+ + + 1620 

TACCTTTTGGAGTGGACCCfAGGGfATTTTTTTAGGCTACTACAGATATTTACAAATTTA 

MENLTWDP IKKSDDVYKCLN 

ATCGGCGATGAATTGAAAGTTATGGATTTGCCAGAAATGGATAAAATTAAACAATGGGCA 

1621 + + + 4- + + 1680 

TAGCCGCTACTTAACTTTCAATACCTAAACGGTCTTTACCTATTTTAATTTGTTACCCGT 

IGDELKVMDLPEMDKIKQWA 

AGTATATTCGATAAAAAGAAGGAATTGTTT 

1681 + + + 1710 

TCATATAAGCTATTTTTCTTCCTTAACAAA 

SIFDKKKELF 
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Figure 4., 



MdaE7 97 QTDFISGKPTGSEDCLYLNVYTNDLNPDKKRPVMVFIHGGGFIFGBANRN 146 

Mil. II. -MIIIIM. IMIHIh-Illhhillillhll.th 

LcaE7 97 QVDFITGKVCGSEDCLYLSVYTNNLNPETKRPVLVYIHGGGFIIGENHRD 146 
147 WYGPDYFMKKPWLVTVQYRLGVLGFLSLKSENLNVPGNAGLKDQVMALR 196 

||||||:||.|||:.:|IIM.I!IIM^hlMMIIIIIIIIIIII 

147 MYGPDYFIKKDVVLINIQYRLGALGFLSLNSEDLNVPGNAGLKDQVMALR 196 
197 VFKSNIAIFGGDVDNITVFGESAGGASTHYMHITEQTRGLFHRGIMMSGN 246 

|s|.|.| llh.llllllllllhllMMhMIIMIIIIIhllll 

197 WIKN^CANFGGNPBNITVFGESAGAASTHYMMLTEQTRGLFHRGILMSGN 246 

247 SMC S S AS TECQSRALTMAKRVGYKGEENEKDILEFLMKANPYDL IKEEPQ 296 

.:|. |.|:|| ||:|:|| .IlllhhlhlllllU-I MM I * • 
247 AICPLANTQCQHRAFTLAKLAGYKGEDNDKDVLEFLMKAKPQDLIKLEEK 296 

297 VLTPERM 303 

Ml I • 

297 VLTLEER 303 



SUBSTITUTE SHEET (RULE 26) 



